








Xylazine:
0.01 RRT match % 0.1 RRT 0.5 RRT 1.0 RRT 2.0 RRT LOD RRT match %

matrix 2 0.979 61 0.979 0.979 0.980 0.981 0.979 34
matrix 1 0.979 70 0.979 0.979 0.980 0.981 0.979 5
matrix 6 0.979 74 0.979 0.979 0.980 0.981 0.979 38
matrix 10 0.985 61 0.984 n/a split peak 0.985 50

avg RRT across matrix 1, 2 and 6 for all conc: 0.980

Tramadol:
matrix 2 0.978 *
matrix 1 0.976 *
matrix 6 0.978 *
matrix 10 0.978 *

* Although co-elution of tramadol and xylazine is observed @ 2.0 mg/L, peaks are 
distinguishable albeit not baseline resolved.
Individualized mass spectral identification with library match is demonstrated in validation data.
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